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Supplementary Data 1

GenBank Sequences of the DMSP degrading isolates
obtained

>MG779635.1 Acinetobacter calcoaceticus strain
DBT COD04 16S ribosomal RNA gene, partial
sequence

AGTCGAGCGGAGAGAGGTAGCTTGCTACTGATCTTAGC
GGCGGACGGGTGAGTAATGCTTAGGAATCTGCCTATTAGTG
GGGGACAACATTTCGAAAGGAATGCTAATACCGCATACGTC
CTACGGGAGAAAGCAGGGGATCTTCGGACCTTGCGCTAATA
GATGAGCCTAAGTCGGATTAGCTAGTTGGTGGGGTAAAGGC
CTACCAAGGCGACGATCTGTAGCGGGTCTGAGAGGATGATC
CGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGG
AGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTG
ATCCAGCCATGCCGCGTGTGTGAAGAAGGCCTTATGGTTGT
AAAGCACTTTAAGCGAGGAGGAGGCTACTTTAGTTAATACC
TAGAGATAGTGGACGTTACTCGCAGAATAAGCACCGGCTAA
CTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGT
TAATCGGATTTACTGGGCGTAAAGCGCGCGTAGGCGGCTAA
TTAAGTCAAATGTGAAATCCCCGAGCTTAACT

TGGGAATTGCATTCGATACTGGTTAGCTAGAGTGTGGGA
GAGGATGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGA
GATCTGGAGGAATACCGATGGCGAAGGCAGCCATCTGGCCT
AACACTGACGCTGAGGTGCGAAAGCATGGGGAGCAAACAG
GATTAGATACCCTGGTAGTCCATGCC
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>MHG636873.1 Acinetobacter beijerinckii strain
DBT_CODO05 16S ribosomal RNA g¢ene, partial
sequence

GGACGGGTGAGTAATGCTTAGGAATCTGCCTATTAGTGG
GGGACAACATTCCGAAAGGAATGCTAATACCGCATACGCCC
TACGGGGGAAAGCAGGGGATCTTCTGACCTTGCGCTAATAT
ATGAGCCTAAATCGGATTATCTAGTTGGTGGGGTAAAGGCC
TACCAAGGCGACGATCTGTAGCGGGTCTGAGAGGATGATCC
GCCACACTGGGACTGAGACACGGCCCACACTCCTACGGGA
GGCAGCAGTGGGGAATATTGTACAATGGGCGGAAACCTGAT
CCAGCCATGCCGCGTGTGTGAAAAAAGCCTTTTGGTTGTAA
AGCACTTTAAGCGAGGAGGAGGCTACTATTACTAATACTACT
GGATAGTGGACGTTACTCGCAGAATAAGCACCGGCTAACTC
TGTGCCAGCAGCCGCGGTAATACAGAGGGTGCGAGCGTTAA
TCGGATTTACTGGGCGT

>MK874973.1 Bacillus cereus strain DBT_CODO06
16S ribosomal RNA gene, partial sequence

TGAGTAACACGTGGGTAACCTGCCCATAAGACTGGGAT
AACTCCGGGAAACCGGGGCTAATACCGGATAACATTTTGAA
CCGCATGGTTCGAAATTGAAAGGCGGCTTCGGCTGTCACTT
ATGGATGGACCCGCGTCGCATTAGCTAGTTGGTGAGGTAAC
GGCTCACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGT
GATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTA
CGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAG
TCTGACGGAGCAACGCCGCGTGAGTGATGAAGGCTTTCGG
GTCGTAAAACTCTGTTGTTAGGGAAGAACAAGTGCTAGTTG
AATAAGCTGGCACCTTGACGGTACCTAACCAGAAAGCCACG
GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCA


https://openbiotechnologyjournal.com/
https://orcid.org/0000-0001-9062-9504
https://orcid.org/0000-0002-0329-0555
https://orcid.org/0000-0002-6008-7545
https://creativecommons.org/licenses/by/4.0/legalcode
mailto:dibudk@gmail.com
mailto:doniyaelze@gmail.com
http://dx.doi.org/10.2174/0118740707433988260408095129
http://crossmark.crossref.org/dialog/?doi=10.2174/0118740707433988260408095129&domain=pdf
https://creativecommons.org/licenses/by/4.0/
mailto:reprints@benthamscience.net
https://openbiotechnologyjournal.com/

2 The Open Biotechnology Journal, 2026, Vol. 20

AGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCGCAGGTG
GTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGG
AGGGTCATTGGAAACTGGGAGACTTGAGTGCAGA

AGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCG
TAGAGATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTG
GTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAA
ACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGA
GTGCTAAGTGTTAGAGGGTTTCCGCCCTTTAGTGCTGAAGT
TAACGCATTAAGCACTCCGCCTGGGGAGTACGGCCGCAAG
GCTGAAACTCAAAGGAATTGACGGGGGCCCGC

>MK874993.1 Lysinibacillus fusiformis strain

DBT CODO07 16S ribosomal RNA g¢gene, partial

sequence
CGAGCGACAGAAAAGGAGCTTGCTCCTTTGACGTTAGC

GGCGGACGGGTGAGTAACACGTGGGCAACCTACCCTATAGT
TTGGGATAACTCCGGGAAACCGGGGCTAATACCGAATAATC
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TCTTTTGCTTCATGGTGAAAGACTGAAAGACGGTTTCGGCT

GTCGCTATAGGATGGGCCCGCGGCGCATTAACTAGTTGGTG
AGGTAACGGCTCACCAAGGCGACGATGCGTAACCGACCTGA
GAGGGTGATCGGCCACACTGGGACTGAAACACGGCCCAGA
CTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGC
GAAAGCCTGATGGAACAACGCCGCGTGAGTGAAGAAGGTTT
TCGGATCGTAAAACTCTGTTGTAAGGGAAGAACAAGTACAG
TAGTAACTGGCTGTACCTTGACGGTACCTTATTAAAAAGCCA
CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAAGTGG
CAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGG
CGGTCCTTTAAGTCTGATGTGAAAGCCCAC

GGCTCAACCGTGGAGGGTCATTGGAAACTGGGGGACTT
GAGTGCAGAAGAGGAAAGTGGAATTCCAAGTGTAGCGGTGA
AATGCGTAGAGATTTGGAGGAACACCAGTGGCGAAGGCGAC
TTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGG
AGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC
GATGAGTGCTAAGTGTT
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